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Claims 



1. 



An isolated nucleic acid molecule, comprising: 



(a) nucleic acid molecules which hybridize under stringent conditions to a nucleic 
acid molecule selected from the group consisting of SEQ ID NO:l, SEQ ID NO:3, SEQ ID 
NO:5, SEQ ID NO:7, SEQ ID NO:23, SEQ ID NO:25 3 SEQ ID NO:27, SEQ ID NO:29, and 
SEQ ID NO:3 1 , and which code for a SOC/CRAC polypeptide; 

(b) deletions, additions and substitutions of (a) which code for a respective 
SOC/CRAC polypeptide; 

(c) nucleic acid molecules that differ from the nucleic acid molecules of (a) or (b) in 
codon sequence due to the degeneracy of the genetic code, and 

(d) complements of (a), (b) or (c). 

2. The isolated nucleic acid molecule of claim 1, wherein the isolated nucleic acid 
molecule comprises SEQ ID NO: 1 . 

3. The isolated nucleic acid molecule of claim 1, wherein the isolated nucleic acid 
molecule comprises SEQ ID NO:27. 

4. The isolated nucleic acid molecule of claim 1, wherein the isolated nucleic acid 
molecule comprises SEQ ID NO:29. 

5. The isolated nucleic acid molecule of claim 1, wherein the isolated nucleic acid 
molecule comprises SEQ ID NO:31. 

6. An isolated nucleic acid molecule selected from the group consisting of 

(a) a unique fragment of a nucleic acid molecule selected from the group 
consisting of SEQ ID NO:l, SEQ ID NO:3, SEQ ID NO:5, SEQ ID NO:7, SEQ ID NO:23, 
SEQ ID NO:25, SEQ ID NO:29, and SEQ ID NO:3 1 , 

(b) complements of (a), 

provided that the unique fragment includes a sequence of contiguous nucleotides which is not 
identical to any sequence selected from a sequence group consisting of 

(1) sequences having the SEQ. ID NOS. or GenBank accession numbers of Table I, 

(2) complements of (1 ), and 

(3) fragments of (1) and (2). 
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7. The isolated nucleic acid molecule of claim 6, wherein the sequence of contiguous 
nucleotides is selected from the group consisting of: 

(1) at least two contiguous nucleotides nonidentical to the sequence group, 

(2) at least three contiguous nucleotides nonidentical to the sequence group, 

(3) at least four contiguous nucleotides nonidentical to the sequence group, 

(4) at least five contiguous nucleotides nonidentical to the sequence group, 

(5) at least six contiguous nucleotides nonidentical to the sequence group, 

(6) at least seven contiguous nucleotides nonidentical to the sequence group. 

8. The isolated nucleic acid molecule of claim 6, wherein the unique fragment has a size 
selected from the group consisting of at least: 8 nucleotides, 10 nucleotides, 12 nucleotides, 
14 nucleotides, 16 nucleotides, 18 nucleotides, 20, nucleotides, 22 nucleotides, 24 
nucleotides, 26 nucleotides, 28 nucleotides, 30 nucleotides, 50 nucleotides, 75 nucleotides, 
100 nucleotides, and 200 nucleotides. 

9. The isolated nucleic acid molecule of claim 6, wherein the molecule encodes a 
polypeptide which is immunogenic. 

10. An expression vector comprising the isolated nucleic acid molecule of claims 1, 2, 3, 
4, 5, 6, 7. 8, orotaperably linked to a promoter. 

11. A host ceHktransformed or transfected with the expression vector of claim 10. 

12. An isolated polypeptide encoded by the isolated nucleic acid molecule according to 
anyone of claims 1 or 6, wherein the polypeptide comprises a SOC/CRAC polypeptide or a 
unique fragment thereof. 

13. The isolated polypeptide of claim 12, wherein the isolated polypeptide is encoded by 
the isolated nucleic acid molecule of claim 2, 3, 4, or 5. 

14. The isolated polypeptide of claim 13, wherein the isolated polypeptide comprises a 
polypeptide having me sequence of amino acids selected from the group consisting of SEQ ID 
NO:2, SEQ ID NO:4,\eQ ID NO:6, SEQ ID NO:8, SEQ ID NO:24, SEQ ID NO:26, SEQ ID 
NO:28, SEQ ID NO:3o\nd SEQ ID NO:32. 
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15. An^s&lated polypeptide encoded by the isolated nucleic acid molecule of claim 1, 2, 3, 
4, or 5, wherein the polypeptide, or unique fragment thereof is immunogenic. 

1 6. An isol£re^>inding polypeptide which binds selectively to a polypeptide encoded by 
the isolated nucl^p acid molecule of claim 1, 2, 3, 4, or 5. 

17. Tflfe isolated binding polypeptide of claim 16, wherein the isolated binding 
polypeptideVpinds to a polypeptide having the sequence of amino acids selected from the 
group consisting of SEQ ID NO:2 s SEQ ID NO:4, SEQ ID NO:6, SEQ ID NO:8, SEQ ID 
NO:24, SEQ If\lO:% SEQ ID NO:28 5 SEQ ID NO:30, and SEQ ID NO:32. 




18. The isolatqd Ipmfiing polypeptide of claim 17, wherein the isolated binding 
polypeptide is an anybody or an antibody fragment selected from the group consisting of a 
Fab fragment, a F(ab)\fragment or a fragment including a CDR3 region selective for the 
polypeptide. 

19. An isolated polypeptrae, comprising a unique fragment of the polypeptide of claim 12 
of sufficient length to represent a sequence unique within the human genome, provided that 
the fragment excludes a sequenc^of contiguous amino acids identified in Table II. 

20. A method for isolating a SOC/CRAC molecule having SOC/CRAC calcium channel 
activity, comprising: 

a) contacting a binding molecule that is a SOC/CRAC nucleic acid or a SOC/CRAC 
binding polypeptide with a sample containing one or more SOC/CRAC molecules, under 
conditions sufficient to form a complex of the SOC/CRAC nucleic acid or the SOC/CRAC 
binding polypeptide and the SOC/CRAC molecule; 

b) detecting the presence of the complex; 

c) isolating the SOC/CRAC molecule from the complex; and 

d) determining whether the isolated SOC/CRAC molecule has SOC/CRAC calcium 
channel activity. 

21 . Tnkmgthod of claim 20, wherein the binding molecule is a SOC/CRAC nucleic acid. 

22. The nt^hod of claim 20, wherein the binding molecule is a SOC/CRAC binding 
polypeptide. 
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23. The\pethod of claim 21, wherein the SOC/CRAC nucleic acid comprises at least 14 
nucleotides froimany contiguous portion of a sequence of nucleotides selected from the group 
consisting of VeQ ID NO:L SEQ ID NO:3 ? SEQ ID NO:5, SEQ ID NO:7 ? SEQ ID NO:23, 
SEQ ID NO:2sWq ID NO:27, SEQ ID NO:29, and SEQ ID NO:3 1 . 

5 24. A method for identifying agents useful in the modulation of SOC/CRAC calcium 
channel activity, comprising: 

a) contacting a SOC/CRAC polypeptide with a candidate agent suspected of 
modulating SOC/CRAC calcium channel activity, under conditions sufficient to allow the 
SOC/CRAC polypeptide to interact selectively with the candidate agent; 
jo b) detecting a Ca 2+ concentration associated with SOC/CRAC calcium channel 

activity of the SOC/CRAC polypeptide in the presence of the candidate agent; and 

c) comparing the Ca 2+ concentration of step (b) with a control Ca 24 * concentration of a 
SOC/CRAC polypeptide in the absence of the candidate agent to determine whether the 
candidate agent modulates SOC/CRAC calcium channel activity. 

15 

25. A method for determining the level of SOC/CRAC expression in a subject, 
comprising: 

a) measuring the expression of SOC/CRAC in a test sample obtained from the 
subject, and 

20 b) comparing the measured expression of SOC/CRAC in the test sample to the 

expression of the SOC/CRAC polypeptide in a control to determine the level of SOC/CRAC 
expression in the subject. 

26. Vrhe method of claim 25, wherein the expression of SOC/CRAC in (b) is SOC/CRAC 
25 mRNA expression. 

27. Th^metfed of claim 25, wherein the expression of SOC/CRAC in (b) is SOC/CRAC 
polypeptide ejepr^giW 

28. The methofeLof claim 25, wherein the test sample is tissue. 

29. The method oHilaim 25, wherein the test sample is a biological fluid. 
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30. The metfod of claim 26, wherein SOC/CRAC mRNA expression is measured using 
the Polymerase C^infeeaction (PCR). 

3 1 . The methoAopciaim 26, wherein SOC/CRAC mRNA expression is measured using a 
method selected frobi the group consisting of northern blotting, monoclonal antisera to 
SOC/CRAC and polyclonal antisera to SOC/CRAC. 

32. A kit, comprising a package containing: 

an agent that selectively binds to the isolated nucleic acid of claim 1 or an 
expression product thereof, and 

a control for comparing to a measured value of binding of said agent to said 
isolated nucleic acid of claim 1 or expression product thereof. 

33. The V^>f claim 32, wherein the control comprises an epitope of the expression 
product of theVucleic acid of claim 1 . 

34. A pharmaceutical composition comprising: 

a pharmaceutically effective amount of an agent comprising of an isolated 
nucleic acid molecule of claim 1 or an expression product thereof, and 
a pharmaceutically acceptable carrier. 

35. T^e feh^rmaceutical composition of claim 34, wherein the agent is an expression 
product of me isolated nucleic acid molecule of claim 1. 

36. A method for identifying agents useful in the modulation of a SOC/CRAC polypeptide 
kinase activity, comprising: 

a) contacting a SOC/CRAC polypeptide with kinase activity with a candidate agent 
suspected of modulating SOC/CRAC kinase activity, under conditions sufficient to allow the 
candidate agent to interact with the SOC/CRAC polypeptide and modulate its kinase activity; 

b) detecting a kinase activity associated with the SOC/CRAC polypeptide in the 
presence of the candidate agent; and 

c) comparing the kinase activity of step (b) with a control kinase activity of a 
SOC/CRAC polypeptide in the absence of the candidate agent to determine whether the 
candidate agent modulates SOC/CRAC kinase activity. 

37. The nretteod of claim 36, wherein the SOC/CRAC polypeptide comprises 
amino acids 999-1 180 ^Tfhe sequence represented as SEQ ID NO:24, or a fragment thereof 
that retains the kinase acn^ity. 



